Next Generation Sequencing Order Sheet
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IT. Next generation sequencing

Platform Running Conditions
Run Info. O__ lane(s) (i.e. 2 lanes) or ___Gbp
Olllumina Read Length | 0050 bp' 0100 bp O150 bp
e 00 , O Single End -~ O Paired End - OIndex adapted
Library Type .
OMate Pair (O3kb, O05kb, O8kb, [110kb)
Run Info. O _ lane(s) Gi.e. 2 lanes)
OIllumina Read Length | 00100 bp 0150 bp
HiSeq4
(S 500 . OPaired End OlIndex adapted
Library Type .
OMate Pair (O3kb, O5kb, O8kb, C110kb)
Species OHuman OMouse [OOther ( )
OExome . :
Capture kit | Agilent SureSelect (OV5 OV6 OV5+UTR - OV6+UTR)
seq
Data 100 bp Paired End Rawdata __ Gbpll E
Run Info. O_ run(s)
Olllumina Read Length | O050bp O150bp 1250 bp - 0300 bp
Uiizon) , OSingle End OPaired End OlIndex adapted
Library Type .
OMate Pair (3kb, O05kb, O8kb, C010kb)
Olllumina 150 bp Paired End
. Run Info.
(HiSeq X Ten) 045 Gb 090 Gb /sample - O0___sample(s)/__ lane(s)
Run Info. O_ lane(s) G.e. 2 lanes) or __ Gbp
OlMllumina
Read Length | 0100 bp 0150 bp
(NovaSeq6000)
Library Type | O Paired End OIndex adapted
Species OHuman 0OMouse OOther ( )
OExome . .
Capture kit | Agilent SureSelect (OV5 OV6 OV5+UTR 0OV6+UTR)
seq
Data 150 bp Paired End. Raw data . Gbpll E
OPacBio RS 11 .
Run Info. O cell run O__ sample library${E
OSequel

KN 2 v eV ENE LESAE. Yo TAEGOFr TLQCEMDH 2 ZHERSETIHE 7,




IIT. NGS Service Sample Information*
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Item 1 2 3 4

P74 (Sample Name)

MIALFEUTOT L7 7y b b L KT TE
FEWLET,

W 7 N FEdE(Sample Type)
LIFDU R R BIBERO 72 S0V,

M4 (Organism)

7 ) LY A X (Genome size, bp)

Library ®Size(bp)

Library Zi2fE D5 A Library ®index{# #

PhiXifsin &(%)

IRE (ng/ul)
O NanoDrop O PicoGreen O Qubit

R (ul)

#iE (A260/280)

BNy 7 7 — (Elution Buffer)

T4 ) —NVILEIRE(EtOH ppt) TH o 7 v
Z CEMTAEL HAIWTIEOE AL 7ZE 0,

KT X ) — LB DOBRIZIZSodium acetate Z FRAN
LTS,

ST D 7= 8D D SCHRTE R
*Reference sequence etc.
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* B UTVEN B EDLEIF I DON—U % a b — L TIRAL TE I,
VR
1. gDNA 2. Plasmid 3. Cosmid/Fosmid 4. ¢cDNA 5. BAC 6. Total RNA 7. mRNA
8. PCR Product (74 7% —Z Mg+ 570 RSN T X7 % —OfF#E ZRIE7ZE N, )
9. Low mol weight DNA (<800bp) 10. Other ( )
11. ChIP Sample (ChIPed DNA & = hm—L D% 7Lk THRETEL LR H Y 5, )
12. &HEWlibrary
ek N ARORALRR. RGO Y TN IS AT o TR B (RERT — %) SRR &R F7,
BT NO S NAIKENEG E 721 Agilent 2100 Bioanalyzer TOF#RAHILIE, TH I TR 230




1o T F
de novo Genome Basic ORaw data
Sequnecing Pro OAssemble COORF prediction OBlast (Annotation)
. Basic ORaw data
Genome Resequencing )
Pro OMapping OCoverage, SNP, InDel
de novo Transcriptome Basic ORaw data
Sequencing Pro OAssemble OExpression profile OBlast (Annotation)
Transcriptome Basic ORaw data
Resequencing Pro OMapping OExpression profile ODEG
Basic ORaw data
ChIP Sequencing
Pro OPeak region report (.bedformat file)
. Basic ORaw data
Exome Sequencing i
Pro OMapping OCoverage, SNP, InDel
Metagenome Basic ORaw data
Sequencing Pro OBLAST (RDP database) DOTU analysis
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VI #2701 F

DNA/RNA &8
a) DNA

Double-strand, non degraded, and containing
no particulate matter
Purified by column or gel purification

protocols-A260/280 ratio of 1.8 or above

b). RNA
2100 Bioanalyzer RNA integrity Number
(RIN)>7
285 TRNA : 18S rRNA = 2:1 ratio

DNA/RNA &
1.  Illumina (in EB buffer)
BT OFEE (s
gDNA 1~5ug (5ug #EAE)
ChIPed DNA >10ng
mRNA sequencing-total RNA >1lug
mRNA sequencing-mRNA >100ng
small RNA sequencing-total RNA >3ug

small RNA sequencing-small RNA

total RNA- D 1~10ug 76 E#- i 5 —H dDsmall RNA

2. PacBio RS II/Sequel (in Tris-HCI pH 8.0)
YTV OFEE e
gDNA >12ug

¥PacBioDHAIXEDTA % & Tebufferi3fFE L2V T 72 &0y,

i 2 RNAPRTE IS K OFERD 72312

T & ) —LECIRRE (-20°C T 1 FEHEE)

RNA D 0.1 5D 3 M EEfig) R U 7 L (Sodium acetate) Z M %, FELHNTIRAT D,

RNA ARIZ 25D 100% O ) —LEIZ, FBeHRET 5,

Ex.) 100ul @' RNA & 556, 3M Filig7) b U 7L % 10 ul Iz, FRRNTRAT 5,
TDK, 5T, 100% T —LE 2200l Mz, FEerIciRAT 5,

1.
2.

Dry Ice #RELC 154,
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