Compatible Cohesive Ends
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Restriction endonucleases that produce compatible cohesive ends often produce recleavable ligation products. The combinations listed were identified
by computer analysis, and although we have tried to ensure their accuracy, they have not necessarily been confirmed by experimentation. Where
isoschizomers exist, only one member of each set is listed. Enzymes that have degenerate recognition sequences (i.e. recognize more than one
sequence) are followed by a specific sequence in parentheses and are only listed if a non-degenerate equivalent does not exist. Be aware that these
degenerate enzymes will cleave sequences in addition to the one listed.

Enzyme Ligated to Recleaved by Enzyme Ligated to Recleaved by
Acc65 | Ban | (G"GTACC) Acc65 |, Ban |, Kpn I, Nla IV, Rsa | Bl ll BamH I, BstY | (R*"GATCY) Alw |, BstY I, Dpn Il
(G*GTACC) BsiW I, BsrG | Rsal (AAGATCT) Bcl |, Dpn I Dpn II
Acc | BsaH |
(GTACGAC) Acil, Acl I, BsaH | (GRACGYC), (GRACGYC) Acc | (GTACGAC), Cla |, BstB I, Taq | -
HinP1 1, Hpa Il, Nar | Taq (GANCGYC) Aci I, HinP1 | Hga |
(GTACGAC) Clal,BstB I, Taq| q (GGCGYC) Aci |, HinP1 | Hha |
) N . (GGACGYC) Hpa Il Aci |
Aci| Acc | (GT CAGAC), Acll,Clal BstB I, Tagl 7 . (GACGYC) Nar | BsaH I, Hga |
(C"CGC) BsaH | (GR"CGCC), HinP1 I, Nar | Hpa I (GGACGYC) Nar | Ban |, BsaH |, Hae II, Hha |,
Hpa Il Nar I, Nla IV
AcIAI Acc | (GT"CGAC), Aci |, Cla |, BstB |, - BsaW | Age |, BsrF | (Riccaay), SgrA | (cRicceGYG) — Age |, BsaW |, BsrF |, Hpa Il
(AA"CGTT) HinP1 1, Hpa Il, Nar |, Taq | (WACCGGW)  Aval (C'\CCGGG), Xma | Hpa II, Nci |, ScrF |
BspE | BsaW I, BspE I, Hpa Il
Age | Ava | (C*CCGGG), Xma | Hpa Il, Nci |, ScrF | BsrF | (R*CCGGY), NgoM IV BsrF I, Hpapll P
(APCCGGT) BsaW |, BspE | BsaW |, Hpa Il NgoM IV Hpa Il
BsrF | (A\CCGGT), SgrA | (CA'CCGGTG)  Age |, BsaW |, BsrF I, Hpa Il,
NgoM IV BsrF I, Hpa Il BsiE |
(CGATACG) Pac| Mse |
Apa | Ban Il (GGGCC"C), Apa |, Ban Il, Bsp120 |, Bsp1286 I, (CGATACG) Pwu | BsiE |, Dpn Il, Pvu |
(GGGCC'C)  Bsp1286 | (GGGCCAC) Hae Il,Nla IV, Sau96 | (CGGC"CG) Sacl Aci |
BsiHKA | Bsp1286 | (GTGCAAC) BsiHKA |, Bsp1286 |
Apal | Sfc | (CATGCAG) Bsg | (GTGCAAC) Bsp1286 | (GTGCAAC) BsiHKA I, Bsp1286 |
(GMGCAC) Bsp1286 | (GTGCAC), Sac | Alu |, Ban II, BsiHKA I,
Bsp1286 |, Sac |
Apo | Nsi | =
(AMAATTY)  EcoR| Apo I, Tsp509 | Pl Sl Bsg |
(G"AATTY) EcoR | Apo |, EcoR |, Tsp509 |
(RMAATTY) Mfe I, TspS09 | Tsp5091 BsiW | Acc65 |, Ban | (GAGTACC), BsrG | Rsa
(CAGTACG)
Asc | Afl 11l (AACGCGT), Mlu | BstU |, Hha |
A
(GGACGCGCC) BssH | BssH II, BstU |, Cac8 |, Hha | Bsp1286 |
(GGGCCAC) Apa |, Ban Il (GGGCCAC) Apa, Ban I, Bsp1286 |,
Ase | Bfa |, Csp6 |, Nde | - Hae IIl, Nla IV, Sau96 |
(ATATAAT) Mse | Mse | (GTGCAAC) BsiHKA | Apal |, BsiHKA I, Bsp1286 |
(GGGCCAC) Ban Il (GGGCCAC) Ban II, Bsp1286 |
AsiS | BSiE | (CGATACG) Dpn II, Pvu | (GAGCTAC) Ban Il (GAGCTAC), BsiHKA |, Sac | Alu I, Ban Il, BsiHKA |,
(GCGATACGC) Pac | Mse | Bsp1286 |, Sac |
P | Dpn II, Pvu | (GWGCWAC) BsiHKA | BsiHKA |, Bsp1286 |
' (GTGCAAC) Ni | -
Ava (GTGCAAC) Pst I, Sbf | Bsg |
(CACCGGG) Age |, BsaW |, BspE |, BsrF | (R*CCGGY), Hpalll, Ncil, ScrF |
NgoM IV, SgrA | (CR*CCGGYG) BspE | Age |, BsaW |, BstF | (R*\CCGGY),
(C"TCGAG) Xho | Aval, Taq |, Xho | (TACCGGA) SgrA | (CR'\CCGGYG) BsaW |, Hpa Il
(CATCGAG) Sal | Taq |l Ava | (CACCGGG), Xma | Hpa II, Nci I, ScrF |
(C*CCGGG) Xma | Ava |, BsaJ |, Hpa II, Nci |, BsaW | BsaW I, BspE |, Hpa Il
ScrF I, Sma | BsrF | (R"CCGGY), NgoM IV Hpa Il
Avall PpuM | (RGAGACCY) Ava ll, Nla IV, Saug6 | BspH | Fat I, Nco I, Pci | Fat I, Nla Ill
(G"GWCC) Rsrll Ava Il, Sau96 | (TACATGA)
PpuM | (RGAGTCCY) Ava Il, BsmF I, Nla IV, Sau96 |
Avrll Nhe |, Spe |, Xba | Bfa BsrF |
wr s ) (AMCCGGY) Age |, BsaW | Age |, BsaW |, BsrF |, Hpa Il
(C’CTAGG) Sty | (C"CTAGG) Avrll, Bfal, BsaJ |, Sty | (GACCGGY) Age |, BsaW |, NgoM IV BsrF |, Hpa Il
(R\CCGGY) Ava | (CPCCGGG), Xma | Hpa Il, Nci I, ScrF |
BamH | Bcl I, Dpn I Alw |, Dpn Il (A*CCGGY) BsaW |, BspE | BsaW |, Hpa Il
(G*GATCC) Bgl I, BstY | (RAGATCY) Alw 1, BstY |, Dpn Il (RACCGGY) BsaW I, BspE | Hpa Il
BstY | (GAGATCC) Alw I, BamH |, BstY |, Dpn Il (GACCGGY) NgoM IV BsrF I, Cac8 |, Hpa Il, Nae |
Nla IV (CR*CCGGYG) SgrA | BsrF I, Hpa Il
Ban | BsrG | Acc65 |, Ban | (GAGTACC), BsiW | Rsa |
(G"GTACC) Accb5 | Acc65 |, Ban |, Kpn |, Nla IV, (TAGTACA)
Rsa |
(G"GCGCC) Kas | Ban |, BsaH |, Hae Il, Hha |,
Kas I, Nar I, Nla IV BssH Il Afl Il (AACGCGT), Miu | BstU |, Hha |
(G*GTACC) BsiW |, BsrG | Rsa | (G"CGCGC) Asc | BssH I, BstU |, Cac8 |, Hha |
Ban Il . . BstB | Acc | (GTACGAC), Cla |, Taq | Taq |
(GGGCCAC) Apa |, Bsp1286 | (GGGCC"C) ﬁgz II’IIBr?lrIIaHI’\/BSSF:uZQ?IL (TTACGAA) Aci |, Acl I, BsaH | (GRACGYC),
' 4 HinP1 |, Hpa Il, Nar | =
(GAGCTAC) Bsp1286 | (GAGCTAC), Sac | Alu I, Ban Il, BsiHKA |, B
Bsp1286 |, Sac | BstY |
Bl Atw 1. Don I (ANGATCY) BamH I, Bgl Il Alw 1, BstY |, Dpn II
C BamH I, BstY | (R*GATCY) Wi, Dpn (GAGATCY) BamH | Alw |, BamH I, BstY 1, Dpn I,
(T"GATCA) Bgl II, Mbo Il Dpn i Nia IV
(R\GATCY) Bcl |, Dpn I Dpn Il
Bfix I Ase |, Csp6 I, Mse |, Nde | - (G"GATCY) Bcl |, Dpn I Alw I, Dpn Il
(C"TAG) (A*GATCY) Bgl Il Bgl II, BstY I, Dpn Il
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Enzyme Ligated to Recleaved by Enzyme Ligated to Recleaved by
Clal Acc | (GTACGAC), BstB I, Taq | Taq | PspOM | Eae | (YAGGCCR), Eag | Hae Ill, Sau96 |
(ATACGAT) Aci |, Acl I, BsaH | (GR*CGYC), HinP1 I, (G*"GGCCC) Not | Aci |, FnudH |, Hae Ill, Sau96 |
Hpa I, Nar | - PspX | Xho I, Tii | Xho I, Tli |
Dpnll/Mbol/  BamH I, BsrY | (RAGATCC) Alw I, Dpn I (VC"TCGAGB)  sal | Taq|
Sau3A | (\GATC) Bcl |, Bglll, BstY | (R*"GATCY) Dpn I Pst | BsiHKA I, Bsp1286 | (GTGCAAC) Bsg |
(CTGCAG) Nsi | =
Eae | Sbf | Pst 1
(YAGGCCR) PspOM | Hae IIl, Sau96 | Pwu | AsiS | Dpnl, Pvull
(C*"GGCCR) Eagl BsiE |, Eae |, Eag |, Hae llI (CGATACG) Pac | Mse |
(T"GGCCR) Eagl Eae |, Hae lll BsiE | (CGATACG) BsiE I, Dpn Il, Pvu |
(CA"GGCCR) Not | Aci |, BsiE |, Eae |, Eag |,
Fnu4H I, Hae Il Rsr Il Ava ll, PpuM | (RG*GACCY) Ava I, Sau96 |
(TAGGCCR) Not | Aci |, Eae |, Fnu4H |, Hae Il (CG"GWCCG)  PpuM | (RG*"GACCY) Ava ll, Nla IV, Sau96 |
PpuM | (RG*"GTCCY) Ava ll, BsmF I, Nla IV, Sau96 |
Eag | PspOM | Hae Ill, Sau96 | Sac| Ban Il (GAGCTAC), BSiHKA | i
, ) Alu 1, Ban Il, BsiHKA I,
(CrGGCCB)  Eael (Y"GGCCR) Eae |, Hae lll (GAGCTAC) Bsp125(36 | (GAGC)TAC) B:p128%nl Sac
Eae | (GA"GGCCR) BsiE |, Eae |, Eag |, Hae llI ’
Not | Acil,BsiE |, Eae |, Eag |, . 3
FnudH 1, Hae I Sac Il BsiE | (CGGCACG) Aci |
(CCGCAGG)
EcoR | Apo | (G"AATTC) Apo |, EcoR |, Tsp509 |
(GMAATTC) Apo | (RMAATTY) Apo |, Tsp509 | Sal |l PspX |, Xho | Taq |
Mfe I, Tsp509 | Tsp509 | (GATCGAC)
Fatl i Sbf | BsiHKA I, Bsp1286 | (GTGCAAC) Bsg |
(ACATG) BspH I, Nco |, Pci | Fat 1, Nla Ill (CCTGCAMGG)  Ni | -
Pst | Pst |
HinP1 | Acc | (GTACGAC), Acl |, Clal,BstB I, Taq | --
(G*"CGC) Aci |, BsaH | (GR*"CGCC), Nar | Hha | Sfcl Apal | Bsg |
BsaH | (GR*"CGTC) Hga | (CATGCAG)
Hpa Il Acil
Hpall/Msp | Acc | (GTACGAC), Acl |, Cla |, BstB |, Taq | SR
3 , , s - £y See BsrF |
(CACGG) Aci |, BsaH | (GRA\CGCC), HinP1 I, Nar | Acil (CRCECOC A
Kas | Ban | (G*"GCGCC) Ban |, BsaH |, Hae I, Hha |,
(G"GCGCC) Kas I, Nar I, Nla IV Spe | Avr I, Nhe |, Sty | (CA\CTAGG), Xba | Bfal
(AMCTAGT)
Mfe | Apo | (RMATTTY), EcoR |, Tsp509 | Tsp509 | Sph |
p Nla lll, Nsp | Nla lll
(CPAATTG) (GCATGAC) °
Miu | Afl 11l (AACGCGT) Afl 11, BstU |, Mlu |
(AACGCGT) Asc |, BssH Il BstU |, Hha | Sty | Avr 1l Avr I, Bfa |, BsaJ |, Sty |
(CACTAGG) Nhe |, Spe |, Xba | Bfa |
Mse | Ase | Mse | (CACATGG) BspH | Nia Il
(TATAA) Bfa |, Csp6 I, Nde | - Nco | BsaJ |, Nco |, Nla lll, Sty |
Nar | Acc | (GTACGAC), Acl |, Cla |, BstB I, Tag | - Taq | Accl (GTACGAC), Cla |, BstB | Taq
(GGrCGCC) Aci |, HinP1 | Hha | (TACGA) Aci |, Acl |, BsaH | (GR*CGYC), =
BsaH | (GR*"CGCC) Ban |, BsaH |, Hae I, Hha I, HinP1 I, Hpa II, Nar |
Nar I, Nla IV
EEE(EREEe) il il Tsp509 | Apo | (RMATTY), EcoR |, Mfe | Tsp509 |
Hpa Il Aci | (VAATT)
Nco | BspH |, Fat I, Pci | Fat |, Nia Ill Xba | Avr I, Nhe |, Spe |, Sty | (CACTAGG) Bfa |
(CACATGG) (TACTAGA)
Nde | Ase |, Bfa |, Csp6 |, Mse | = Xho I/ Tli | Ps| i
s ) , pX | Xho I, Tli |
(CAATATG) (CATCGAG) Sal | Tag|
NgoM IV Age |, BsaW |, BsrF | (R"\CCGGY), SgrA|  BsrF |, Hpa Il Xma | Age |, BsaW |, BspE |, BsrF |, NgoM IV, Hpa Il, Nci I, ScrF |,
(GACCGGC) Ava | (CACCGGG), Xma | Hpa Il, Nci |, ScrF | (CACCGGG) SgrA |
BsaW |, BspE | Hpa Il Ava | (CACCGGG) Ava |, BsaJ |, Hpa Il, Nci I,
BsrF | (R*CCGGC), SgrA | BsrF I, Cac8 |, Hpa Il, Nae | ScrF I, Sma |, Xma |
Nhe | Avr I, Spe I, Sty | (CACTAGG), Xba | Bfa |
(GMCTAGC)
Nla Il Sph 1, Nsp | Nla I
(CATG?)
Not | PspOM | Aci |, Eae |, Fnu4H |, Hae IlI
(GCAGGCCGC) Eagl Aci |, BsiE |, Eae |, Eag |,
Fnu4H |, Hae IlI
Eae | (YA"GGCCR) Acil, BsiE |, Eae |, Fnu4H |,
Hae lll
Nsi | BsiHKA | (GTGCAAC), Bsp1286 | (GTGCAAC), -
(ATGCAAT) Pst I, Sbf |
Nsp | Nla Ill, Sph | Nla Il
(RCATGAY)
Pac | BsiE | (CGATACG), Pvu | Mse |
(TTAATATAA)
Pci | BspH |, Fat I, Nco | Fat |, Nla Ill
(ACATGT)
PpuM |
(RG"GWCCY) Avalll, Rsr Il Ava I, Sau96 |
(GG*GTCCY) Ava ll, Rsr Il Ava Il, BsmF I, Nla IV, Sau96 |
(GG"GACCY) Ava ll, Rsr I Ava ll, Nla IV, Sau96 |
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